Index

Alpine swifts (Apus melba) viii
ASSUMPTIONS 51-55; 127; 297-299

BANDING viii; 3; 201
Batch mark 3;37; 41
Beta probability density function 393
BIAS
adjusted estimators 207-211; 222; 281-284
concepts of 222
model 207-208
statistical 207
definition 281
Binomial distribution 7-11
Bluegill (Lepomis macrochirus) 23
BMDPLR computer program, see STATISTICAL METHODOLOGY
Bunting, Lazuli (Passerina amoena) 348

CAPTURE
losses on 27;99; 217-218
probability 10; 48
CAPTURE HISTORY
complete 34-35; 39; 112-146; 173-174; 300-301
first 37-38; 78-99; 173; 200; 221-222; 301
partial 39-42; 146-173; 198; 301
unknown 38; 100-111; 173; 221; 225; 301
Cochran-Armitage test 375
Competing risk theory 57-59
Confidence interval 85;292

Desert tortoise (Gopherus agassizi) 361
DISTRIBUTIONS
beta 401-402; 405
binomial 143-144 ;
chi-square 17; 19; 197; 215-216; 264; 266
joint probability (Pr) 6
multinomial 6; 17; 49; 174

432

BN



normal 149
sampling 67; 292-293; 330

ESTIMATOR(S)
least-squares 244; 383
maximum likelihood 4; 11

EXPECT 214; 393; 401

EXPERIMENTS
desert tortoise 361
European starling 343
Lazuli bunting 348
mallard 332
northern pintail 335

General numerical example 29
General treatment effect, S 204
G-function(s) 182-184

HETEROGENEITY 286
comparison with homogeneity 286-287
definition 386
HYPOTHESES
alternative (H,) 16; 64-77
null (H,) 16; 64-77

JOLLYAGE computer program 382
Jolly-Seber, see MODELS

Lamprey, sea (Petromyzon marinus) 24
LIKELIHOOD

equation 11

function 7-11; 13; 80; 143

log 11;14

maximum 6; 10-11

principle 10
Logistic transform 214; 334-335
Log-likelihood function 11; 13-14
Log-odds transform 214
Log-transform 211-214
Losses on capture, see CAPTURE
Lots 3; 240-243; 324-329

Mallard (Anas platyrhynchos) 332

433



434

m-arrays
full 32
reduced 33
MATRIX
CH 38;37-42
Hessian 14
information 14
variance-covariance 12
Method of maximum likelihood 10
METHODS
delta 14
expectation 14-15
least-squares 376; 382-383
maximum likelihood 10
moments 103
Monte Carlo 279; 293-295
regression 376; 382-383
relative recovery rate 78; 97
Minimal sufficient statistic (MSS) 12; 83; 178-185
MODELS
capture-recapture 15
capture, handling, release effects 218-219
extended sequence of models 93
Jolly-Seber 3; 50-55; 77; 112; 114; 126; 349-351; 354; 379
partition of the full probability 174-178
sequence of Hy, ..., Hy 4 66-77; 116; 173
Monte Carlo \
method 279 ‘
simulation procedure (PROC SIMULATE) 279; 392-393; 399-406
MORTALITY
acute 56
chronic 56
direct 56-57; 343
indirect 56-57
natural 56
total treatment 56
Multinomial modeling approach 49; 126; 218
Multinomial probability distribution 49; 143-144; 174-178

Passive Integrated Transponder (PIT) 26;299; 301; 316
Pintail, northern (Anas acuta) 335
Power (of a test) 279; 289 ‘
PROBABILITY
beta probability density function 393



435

capture 10; 48; 387
cell (r;) 79
dam-to-dam survival (¢;) 48; 79
distribution for a one-group Jolly-Seber study 143-144
of not being captured (g;) 78-79
partition of the full probability model 174-178
survival 1; 48; 50; 387
PROTOCOLS 36
Complete Capture History 39; 112; 174; 301
First Capture History 37; 78; 200; 221-222; 302
Partial Capture History 39; 146; 301
Scheme A 39; 147; 198
Scheme B 39; 155; 198
Unknown Capture History 38; 100; 221; 225; 301

Quasi-likelihood 243-246

Relative recovery rate method, see METHODS
Relative risk 259-260
REGRESSION
comparison of regression versus ML approaches 383
consistency in the application of 383
methods 382
weighted 376-377; 383
RELEASE computer program 387
CHISQ 387-388; 394
CHMATRIX 387-389; 395
CONSTRAIN 395; 409
DETAIL 395; 400
EXPECT 393; 401
GLABEL 390; 392; 397
GROUPS 389
hardware compatibility 387
LINES 410
LMREAD: FCH, UCH, SCHEMEB, SCHEMEA 387-388; 391, 395; 397
LOTS 389
NOECHO 410
NSIM 400
OCCASIONS 389; 391
PARFILE 395; 409
PFILE 393; 401
PHIFILE 393; 401
POOL 394-395
PROC SIMULATE 387-388; 399; 400-402



436

PROC STOP 387-388; 395; 399
PROC SURVIV 387-388; 395; 408
programming details 410
REMOVAL 392
SEED 393
SFILE 393
SIMULATE 387-388; 399; 401
SUBPOPULATION 393-394; 402
SUMMARY 389; 395-396; 400
SUMMARY & NODETAIL 389; 395-396; 400
TITLE 387-389
UNBIAS 389; 393; 396; 400
WEIGHT 393-394; 402-403
Replicate 240
REPLICATION 240-241; 324

Starling, European (Sturnus vulgaris) 343
STATISTICAL METHODOLOGY and TERMINOLOGY
approximate (1-«) percent confidence interval 212; 214; 325
BMDPLR 335
definition of parameters 48
estimator robustness 285
full m-array 32
G-function(s) 182-184
inductive inference 4
likelihood function/principle/equation 7; 10; 11; 80
log-likelihood function 13-14; 82
log-odds (logistic) transform 240
log-transformations 211; 214
lots (definition) 240
method of maximum likelihood 10
maximum-likelihood estimators 11
maximum-likelihood procedure 10-11
minimal sufficient statistics (MSS) 12; 83; 178-185
multinomial probability distribution 49; 174
reduced m-array 33
replication 240-241; 324
Student’s t-test 325-326
sublots 242
sufficient statistics 12
Taylor’s series expansion 209-210
treatment effect estimators 210
Student’s t-test 325-326
Subcohort 44



a7

Sublots 242
SURVIVAL
rate () 2; 210
rates (¢ ; and ¢.;) 31;210

Taylor’s series expansion 209-210
TESTS AND TESTING

Cochran-Armitage 375

goodness of fit 71; 148; 160; 192

hypothesis 16; 64-77

of assumptions (goodness of fit and among ¢ groups) 86; 127
Tortoise, desert (Gopherus agassizii) 361
TRANSFORMS

log 207;211-214

log-odds (logistic) 214
TREATMENT EFFECTS

acute 62-63

chronic 62-63

direct 62-63

estimators 210

indirect 210

VARIANCE COMPONENTS
definition 260-275
estimation 260-275
lot-to-lot 275-278

VARIANCES AND COVARIANCES
components of 22
matrix 12-14
methodology for obtaining estimators 13-14
sampling 12; 260

Variation
definition 22
population and sampling 22
sampling 23
spatial 22-23; 25
temporal 22-23; 25



